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Pre-analytisch

ernst ziekte - aanwezigheid pathogeen

Pathogen-mediated damage

Attenuated by passive and
acquired immunity

Disease severity

Host-mediated damage

Modified by host factors

Pathogen quantity in stool
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symptomatische —asymptomatische infectie

Pathogen load

Review. Mucosal Immunology (2013) 6, 876—885; doi 10.1038/ mi.2013.50




Analytisch

analytische — klinische drempel
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Analytisch:
cultuur is niet overbodig (?)

Koch's Postulates:

D The microorganism must be found
in abundance in all organisms suffering
from the disease, but should not be
found in healthy organisms.

(2 The microorganism must be isolated
from a diseased organism and grown
in pure culture.

& The cultured microorganism should
cause disease when introduced into a
healthy organism.

@ The microorganism must be

i from the i
diseased experimental host and
identified as being identical to the
original specific causative agent.
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animal

Suspected
pathogen

Red blood
cell

Culture sample from
diseased or healthy
animals
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pathogen
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nalytisch: culturomics

l URMITE contribution to human bacterial repertoire l
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From: Many More Microbes in Humans: Enlarging the Microbiome Repertoire

Clin Infect Dis. 2017;65(suppl_1):5S20-S29. doi:10.1093/cid/cix404

Clin Infect Dis | © The Author 2017. Published by Oxford University Press for the Infectious Diseases Society of America. All
rights reserved. For permissions, e-mail: journals.permissions@oup.com.



Analytisch: culturomics

Known species = Increment]
—
increase in | MALDI-T

/ human repertoire

| Identification by 16S rRNAs |

| Culturomics

[ Multiplication of samples ‘

nl

\ Multiplication of culture conditions ‘

< 98.7% 16SrRNA similarity = potential new species
< 95% 16SrRNA similarity = potential new genera

New bacterial species

. J/ Unidentified bacteria
{ Identification using MALDI-TOF /

| Taxonogenomics New species announcem

Phenotypic + MALDI-TOF + =
characteristics spectra Genome sequencing Basic phenotypic description
= »
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E 168 rRNA Genbank Accession number
+

International strain collection accession number

Large inter and intra-laboratories Rapid availability for international

Known species = reproducibility scientific community
Increase in
human repertoire
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Post-analytisch
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[l Pathogens

FIG. 2. Overall frequency distribution of pathogens detected and frequency distribution of pathogens that were detected in a sample with multiple
pathogens detected (total pathogens = 555). EAEC, enteroaggregative Escherichia coli; EIEC, enteroinvasive Escherichia coli; EPEC, enteropathogenic
Escherichia coli; ETEC, enterotoxigenic Escherichia coli; STEC, Shiga toxin-producing Escherichia coli.

Clinical Microbiology and Infection & 2015 The Authors. Published by Elsevier Ltd on behalf of European Society of Clinical Microbiclogy and Infectious Diseases, CMI, 21, 719-728
This is an open access article under the CC BY-NC-MD license (hop/fcreativecommons.orglicenses/by-ne-nd/4.07)
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Post-analytisch

Interpretatie- communicatie
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In de praktijk...

EMERGING PATHOGENEN IN
GASTRO-ENTERITIS
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Whole genome sequencing (WGS) for food-borne

pathogen surveillance and control - taking the pulse
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Global foodborne disease surveillance

In vivo
In situ

In vitro

In silico

Definities:
Core genoom?
Virulentie genen?
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One world, one medicine, one health?
Rol microbioloog: Klinische validatie?

Emerging pathogenen in
gastroenteritis: o€ ""“*%
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Non jejuni/coli Campylobacter
Vibrio fluvialis/mimicus
Escherichia coli alEC,
aEPEC,NTEC

Providencia alcalifaciens

Arcobacter spp
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Emerging pathogenen in gastroenteritis

Rol van Arcobacter in gastro-enteritis bij mensen
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Wat geweest Is, IS geweest?

Hoe sterk Is de eenzame fietser
Track 2: Wat geweest is, [s geweest
Lennaert Nijgh / Boudewiin de Groot, 1973

En ik vergeet,
ik vergeet wat is geweest.

Ik vergeet,

ik vergeet wat is geweest.

Want wat geweest is, is geweest.

En ik neem mee,
ik neem mee wat is geweest.

Ik neem mee,

ik neem mee wat is geweest.
Maar wat geweest is, is geweest




